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Career Summary 
Full Professor of Computational Biology (2018); Reader (Associate Professor) (2013); Senior Lecturer (2007); Lecturer in Bioinformatics 
Algorithms (2004); Director of Studies in Computer Science, Fitzwilliam College (2004–2014). Prior appointments: Research Associate, 
European Bioinformatics Institute (2002); Research Associate, Dept of Genetics, University of Cambridge (1998–2001); Research Associate in 
Statistical Epidemiology, Princess Anne Hospital, University of Southampton (1996–1997). Visiting (University of Texas, 2002; Toronto 
University and Fields Institute, 2004). 

Education 
PhD (Dottorato) in Nonlinear Dynamics and Complex Systems (U. Firenze); PhD (Dottorato) in Genetics (U. Pavia), MA (Cambridge), 
undergrad studies of Biology and Electronic Engineering (U. Firenze, 1991-). Currently listed for a Science Doctorate (Sc.D, Cambridge). 

Research Interests 
Research aims at developing Artificial Intelligence methodology with a focus on the integration of geometric and topological deep learning with 
large language models and diffusion models. Areas of interest are structure-based molecular design, multi-omics data integration, systems 
biology, and personalised and precision medicine, biological mechanism discovery and clinical translation. 

Honours and Awards 
IEEE TCCH Research Innovation Award (2025) • Various Best Paper Awards at top AI conference, for example: ECAI 2025, W3PHIAI-2023, 
AIAI 2020 • Turing Lecture, Queen’s University Belfast (2024) • Turing Lecture, Teesside University (2023) •  
Fellow of the Academia Europaea (2021) • Fellow of ELLIS – European Lab for Learning & Intelligent Systems (2019) • Fellow of the Asia-
Pacific Artificial Intelligence Association (2022) • Listed in Top Italian Scientists (Computer Sciences) • Erdős number: 3 

Publications 
ORCID: 0000-0001-8956-9815; >700 publications and research outputs | Google Scholar H-index: 97 | >90,00 citations (accessed July 2026) | 
scholar.google.com/citations?user=4YhNJBEAAAAJ. Various publications every year at main AI conferences (Neurips, ICLR, ICML, etc). 
Highly Cited: Veličković et al., Graph Attention Networks, ICLR 2018 (>23,800 cit.) • Veličković et al., Deep Graph Infomax, ICLR 2019 
(>3,700) • Wilson et al., Hematopoietic stem cells, Cell 135(6), 2008 (>2,400) • Roberts et al., ML pitfalls for COVID-19, Nat Mach Intell 3(3), 
2021 (>1,100) • Corso et al., Principal Neighbourhood Aggregation, NeurIPS 2020 (>1,000 citations). 

Teaching and Supervision (Cambridge) 
Courses: Bioinformatics (Part II, Michaelmas) • Geometric Deep Learning (MPhil in Advanced Computing Studies- ACS) • AI and 
Neurophysiology (MPhil ACS, Easter) • Supervision: 53 PhD students completed, 8 current; co-superv.: 3; >50 MPhil students; >100 Part II/III.  

Teaching and Supervision (Sapienza) 
Medicine High Technology (HT) course, Policlinico – Università La Sapienza; Supervision (also Co-): 4 Doctorate students (current). 

Keynote Talks and Invited (selection) 
Distinguished Lecture Series HKU (2026); ACM BCB (2026), World Conference on AI (Shangai), BiBM 2024 (Lisbon) • GPAI, Global 
Partnership for AI (Belgrade, 2024) • LOGM (London, 2024) • IEEE CIBCB 2023 (Eindhoven) • OxML 2023 (Oxford) • GSP 2023 (Oxford) • 
BPAI 2023 (Florence) • BBCC (Naples, 2023) • IEEE AIIoT 2023 • ShanghaiTech SIST Distinguished Lecture, Jiao Tong U. (2022) • MIET 2022 
(Bangladesh, plenary) • BPAI 2022 (Florence) • CMBE 2021 (Politecnico Milan) • ICDCN (Kolkata, 2020); Nobel and AI (U. Bicocca, Milano, 
2024) • U. Bocconi (Milano, 2024) • AI4H (Padova, 2024) • Turing Institute hypergraphs workshop (2024) • DeepLearning 2023 (Trento) • WIRN 
2023 (Vietri) • IEEE MetroLivEnv 2023 (Milano) • Pujiang Innovation Forum (2023) • Physics of Life (Harrogate, 2023) • LARGR, Inria/U. de Lille 
(2023) • Next Generation Internet, EU (Brussels, 2021) • Future Computing and Networks (Changchun, 2021) • Inst. Picone, Rome (2021).  

Current Research Funding 
AI and Math, Philanthropic AI (2025–27) • DORIAN GRAY: cognitive impairment prevention in cardiovascular patients, Horizon Europe (2024–
28) • WISDOM: chronic immune disease data integration, Horizon Europe (2024–28) • TROPHY: ultrafast holographic FTIR microscopy, 
Horizon Europe (2022–26) • CHARM: coherent Raman imaging for precision medicine, Horizon Europe (2024–28) • GO-Ds21: gene 
overdosage in Down syndrome, Horizon Europe (2020–25) • PhD fellowships sponsored by G-research, AstraZeneca, GSK (2024–28) • 
Postdoctoral position, Astex/Milner Therapeutics (2025–27). 

Academic Service 
Cambridge: Faculty Board, Cambridge CST (2021–23) • C2D3 Steering Committee (2018–) • Degree and MPhil Examiner (2010–24); various 
Professorship panels incl. DeepMind, Wearable Computing (2019–2025) •  
International: AI Advisor, GSK (2023–24) • Advisory Panel, Pasteur Institute (2023) • Joint Advisory Panel Canada–Italy AI for Medicine (2026), 
Science Foundation Ireland (2023) • Various Professorship panels. • Various MPhil External Examiner, U. Newcastle (2018–21).  

Outreach and Public 
Festival della Scienza, Genova (2025) • Asclepio (2025), Schmidt Data For Science programme • TEDxCambridge: AI and Medicine (2020) • 
Sutton Trust Summer School – unprivileged students- (2021–23); AI Summer schools at Girton and Homerton Colleges (Cambridge; 2023-
2026)• AI SIG, Clare Hall College (2022–24) • Computing schools x Kids • Various articles for the Italian edition of Scientific American. 



PUBLICATIONS 
Journal articles and periodicals 
Ordered by year (descending), then first author and title. 

1. Bagnoli, F., Cvetković, T. J., Guazzini, A., Liò, P., & Romei, R. (2026). 
Modeling the Spreading of Fake News Through the Interactions 
Between Human Heuristics and Recommender Systems. 
Information, 17(4), 314. doi:10.3390/info17040314 

2. Belcastro, L., Carlucci, C., Cosentino, C., Liò, P., & Marozzo, F. 
(2026). Enhancing network security using knowledge graphs and 
large language models for explainable threat detection. Future 
Generation Computer Systems, 176, 108160. 
doi:10.1016/j.future.2025.108160 

3. Ceccarelli, F., Liò, P., Saez-Rodriguez, J., Holden, S. B., & Tanevski, 
J. (2026). Topography-aware optimal transport for alignment of 
spatial omics data.. Cell Rep Methods, 6(4), 101373. 
doi:10.1016/j.crmeth.2026.101373 

4. Cosentino, C., Gatto, S., Liò, P., & Marozzo, F. (2026). Machine 
Unlearning: A Perspective, Taxonomy, and Benchmark Evaluation. 
Future Internet, 18(3), 174. doi:10.3390/fi18030174 

5. Ebrahimi, A., Wiil, U. K., Olsson, T., Liò, P., Kockum, I., 
Manouchehrinia, A., & Kiani, N. A. (2026). A susceptibility network 
analysis of disease trajectories leading to multiple sclerosis: A 
nationwide cohort study.. Mult Scler, 13524585261421480. 
doi:10.1177/13524585261421480 

6. Lawrence, E., El-Shazly, A., Seal, S., Joshi, C. K., Liò, P., Bender, A., 
. . . Greenig, M. (2026). Understanding Biology with Machine 
Learning: Compression, Intelligibility, and Dependency. Artificial 
Intelligence in the Life Sciences, 100161. 
doi:10.1016/j.ailsci.2026.100161 

7. Li, S., Liò, P., Li, X., Liu, B., & Peng, C. (2026). AutoHGNN: Robust 
and efficient neural architecture search for hypergraph neural 
networks. Knowledge-Based Systems, 116609. 
doi:10.1016/j.knosys.2026.116609 

8. Li, X., Liò, P., Yang, L., Ye, Z., & Peng, C. (2026). Adaptive meta-
path-based neural network architecture search for heterogeneous 
graphs. Information Sciences, 751, 123554. 
doi:10.1016/j.ins.2026.123554 

9. Lomoio, U., Liò, P., Guzzi, P. H., & Veltri, P. (2026). Bidirectional 
Mamba-2 boosts EEG super-resolution via regression and 
diffusion.. Bioinformatics, 42(5). 
doi:10.1093/bioinformatics/btag169 

10. Marinoni, A., Liò, P., Barp, A., & Girolami, M. (2026). Improving 
Embedding of Graphs With Missing Data by Soft Manifolds.. IEEE 
Trans Pattern Anal Mach Intell, 48(3), 2221-2235. 
doi:10.1109/TPAMI.2025.3627795 

11. Purificato, A., Cassarà, G., Siciliano, F., Liò, P., & Silvestri, F. 
(2026). Sheaf4Rec: Sheaf Neural Networks for Graph-based 
Recommender Systems. ACM Transactions on Recommender 
Systems, 4(2), 1-26. doi:10.1145/3742898 

12. Rowbottom, J., Fresca, S., Liò, P., Schönlieb, C. -B., & Boullé, N. 
(2026). Multi-Level Monte Carlo training of neural operators. 
Computer Methods in Applied Mechanics and Engineering, 453, 
118800. doi:10.1016/j.cma.2026.118800 

13. Su, F., Lai, M. C., Wu, T., Huang, W., Morzy, J., Mahadevegowda, 
A., Cooper, S., Liò, P., & Ducati, C. (2026). DecurtainNet: A Deep 
Learning Model and Large-Scale Dataset for Fast Curtaining 
Artefact Feature Removal in Electron Microscopy. Nature 
Portfolio. https://doi.org/10.17863/CAM.132427 

14. Vonessen, C., Harris, C., Cretu, M., & Liò, P. (2026). TABASCO: A 
Fast, Simplified Model for Molecular Generation with Improved 
Physical Quality. Transactions on Machine Learning Research, 
2026. 

15. Wang, P., Lu, X., Bian, C., & Liò, P. (2026). DVFL: A Lightweight 
Verifiable Federated Learning System With Dynamic Obfuscation 
for Resource-Constrained IoT Devices. IEEE Internet of Things 
Journal, 13(8), 16653-16665. doi:10.1109/jiot.2026.3660245 

16. Yuan, R., Liò, P., Shen, X., & Peng, C. (2026). Defending against 
link prediction by residual path entropy maximization. Expert 
Systems with Applications, 318, 131942. 
doi:10.1016/j.eswa.2026.131942 

17. Zahoor, S., Liò, P., Dias, G., & Hasanuzzaman, M. (2026). 
Integrating probabilistic trees and causal networks for clinical and 
epidemiological data.. Artif Intell Med, 173, 103350. 
doi:10.1016/j.artmed.2026.103350 

18. Zhang, X., Lu, X., Zhao, Y., Li, P., Liò, P., & Hui, P. (2026). MBNAD: 
A dual-role memory bridge network for multivariate time series 
anomaly detection. Neurocomputing, 697, 134171. 
doi:10.1016/j.neucom.2026.134171 

19. Zhang, X., Lu, X., Zhao, Y., Liò, P., & Hui, P. (2026). Position 
Encoding-Enhanced Adaptive Expansion Graph Attention Network 
for Anomaly Detection in Multivariate Time Series. IEEE Internet of 
Things Journal, 13(6), 12557-12571. 
doi:10.1109/jiot.2026.3651286 

20. Anand, R., Joshi, C. K., Morehead, A., Jamasb, A. R., Harris, C., 
Mathis, S. V., . . . Liò, P. (2025). RNA-FrameFlow: Flow Matching 
for de novo 3D RNA Backbone Design. Transactions on Machine 
Learning Research, 2025-July. 

21. Bali, A., Wolter, S., Pelzel, D., Weyer, U., Azevedo, T., Liò, P., . . . 
Pertzborn, D. (2025). Real-Time Intraoperative Decision-Making in 
Head and Neck Tumor Surgery: A Histopathologically Grounded 
Hyperspectral Imaging and Deep Learning Approach.. Cancers 
(Basel), 17(10). doi:10.3390/cancers17101617 

22. Bi, X., Tang, S., Xiao, B., Li, W., Gao, X., & Liò, P. (2025). A 
Systematic Review of Heart Sound Detection Algorithms: 
Experimental Results and Insights. IEEE Transactions on 
Instrumentation and Measurement, 74, 1-16. 
doi:10.1109/tim.2025.3547082 

23. Buterez, D., Janet, J. P., Oglic, D., & Liò, P. (2025). An end-to-end 
attention-based approach for learning on graphs.. Nat Commun, 
16(1), 5244. doi:10.1038/s41467-025-60252-z 

24. Capitoli, G., Nobile, M. S., Ambags, E. L., L'Imperio, V., 
Provenzano, M., & Liò, P. (2025). Assisting clinical diagnosis with 
interpretable fuzzy probabilistic modelling.. BMC Med Inform 
Decis Mak, 25(Suppl 3), 330. doi:10.1186/s12911-025-03183-5 

25. Daneshfar, F., Abdullah, A. A., Abdar, M., & Liò, P. (2025). UMP-
Net: Uncertainty-Aware Mixture of Prompts Network for Efficient 
Instruction Tuning. Transactions on Machine Learning Research, 
2025-November. 

26. Fiore, P., Terlizzi, A., Bardozzo, F., Liò, P., & Tagliaferri, R. (2025). 
Advancing label-free cell classification with connectome-inspired 
explainable models and a novel LIVECell-CLS dataset.. Comput 
Biol Med, 192(Pt B), 110274. 
doi:10.1016/j.compbiomed.2025.110274 

27. Hasan, M., Abdar, M., Khosravi, A., Aickelin, U., Liò, P., Hossain, I., 
. . . Nahavandi, S. (2025). Survey on Leveraging Uncertainty 
Estimation Towards Trustworthy Deep Neural Networks: The Case 
of Reject Option and Post-training Processing. ACM Computing 
Surveys, 57(9), 1-35. doi:10.1145/3727633 

28. Joshi, C. K., Jamasb, A. R., Viñas, R., Harris, C., Mathis, S. V., 
Morehead, A., . . . Liò, P. (2025). gRNAde: Geometric Deep 
Learning for 3D RNA inverse design.. Retrieved from 
https://www.ncbi.nlm.nih.gov/pubmed/38827456 



29. Joubbi, S., Micheli, A., Milazzo, P., Ciano, G., Gagné, S. M., Liò, P., 
. . . Maccari, G. (2025). Enhancing antibody-antigen interaction 
prediction with atomic flexibility.. PLoS Comput Biol, 21(10), 
e1013576. doi:10.1371/journal.pcbi.1013576 

30. Li, K., Liang, Y., Liò, P., Ni, W., Dressler, F., Crowcroft, J., & Akan, 
O. B. (2025). User Isolation Poisoning on Decentralized Federated 
Learning: An Adversarial Message-Passing Graph Neural Network 
Approach.. IEEE Transactions on Neural Networks and Learning 
Systems, PP. doi:10.1109/TNNLS.2025.3636440 

31. Lomoio, U., Veltri, P., Guzzi, P. H., & Liò, P. (2025). Design and use 
of a Denoising Convolutional Autoencoder for reconstructing 
electrocardiogram signals at super resolution.. Artif Intell Med, 
160, 103058. doi:10.1016/j.artmed.2024.103058 

32. Lomoio, U., Carbonari, V., Giorgi, F. M., Ortuso, F., Liò, P., Veltri, 
P., & Guzzi, P. H. (2025). Integrative structural profiling and ligand 
optimisation across the transthyretin mutational landscape.. NPJ 
Syst Biol Appl, 11(1), 104. doi:10.1038/s41540-025-00582-2 

33. Longa, A., Azzolin, S., Santin, G., Cencetti, G., Liò, P., Lepri, B., & 
Passerini, A. (2025). Explaining the Explainers in Graph Neural 
Networks: a Comparative Study. ACM Computing Surveys, 57(5), 
1-37. doi:10.1145/3696444 

34. Lu, X., Zou, L., Mao, Y., Liò, P., & Hui, P. (2025). RPCE: Dynamic 
Data Replicas Placement Management by Cloud and Edge 
Collaboration. IEEE Transactions on Parallel and Distributed 
Systems, 37(2), 548-561. doi:10.1109/tpds.2025.3627553 

35. Mamalakis, M., Mamalakis, A., Agartz, I., Mørch-Johnsen, L. E., 
Murray, G. K., Suckling, J., & Liò, P. (2025). Solving the enigma: 
Enhancing faithfulness and comprehensibility in explanations of 
deep networks. AI Open, 6, 70-81. 
doi:10.1016/j.aiopen.2025.02.001 

36. Orka, N. A., Awal, M. A., Liò, P., Pogrebna, G., Ross, A. G., & Moni, 
M. A. (2025). Quantum deep learning in neuroinformatics: a 
systematic review. Artificial Intelligence Review, 58(5), 134. 
doi:10.1007/s10462-025-11136-7 

37. Prinzi, F., Barbiero, P., Greco, C., Amorese, T., Cordasco, G., Liò, 
P., . . . Esposito, A. (2025). Using AI explainable models and 
handwriting/drawing tasks for psychological well-being. 
Information Systems, 127, 102465. doi:10.1016/j.is.2024.102465 

38. Proverbio, D., Buscemi, A., Di Stefano, A., Han, T. A., Castignani, 
G., & Liò, P. (2025). Can LLMs effectively provide game-theoretic-
based scenarios for cybersecurity?. Frontiers in Computer 
Science, 7, 1703586. doi:10.3389/fcomp.2025.1703586 

39. Rahman, T., Orka, N. A., Khan, A., Liò, P., & Moni, M. A. (2025). 
Understanding Neurocognition With Deep Learning and MRI: A 
Systematic Review. IEEE Transactions on Cognitive and 
Developmental Systems, 18(3), 708-725. 
doi:10.1109/tcds.2025.3635161 

40. Raisa, R. A., Rodela, A. S., Abu Yousuf, M., Azad, A., Alyami, S. A., 
Liò, P., . . . Moni, M. A. (2025). Corrections to “Deep and Shallow 
Learning Model-Based Sleep Apnea Diagnosis Systems: A 
Comprehensive Study”. IEEE Access, 13, 48033. 
doi:10.1109/access.2025.3551391 

41. Seong, L. W., Liò, P., Taib, N. A., Ganggayah, M. D., & Dhillon, S. K. 
(2025). Assessment of transformer-based AI in clinical oncology.. 
BMC Med Inform Decis Mak, 26(1), 18. doi:10.1186/s12911-025-
03306-y 

42. Singh, V., Khanzadeh, M., Davis, V., Rush, H., Rossi, E., Shrader, J., 
& Liò, P. (2025). Bayesian Binary Search. Algorithms, 18(8), 452. 
doi:10.3390/a18080452 

43. Taghizad, N., & Liò, P. (2025). A Systematic Review on Integrating 
Artificial Intelligence for Enhanced Fault Detection in Power 
Transmission Systems: A Smart Grid Approach. Computing&AI 
Connect, 2(1), 1. doi:10.69709/caic.2024.103229 

44. Telyatnikov, L., Bucarelli, M. S., Bernardez, G., Zaghen, O., 
Scardapane, S., & Liò, P. (2025). Hypergraph Neural Networks 

through the Lens of Message Passing: A Common Perspective to 
Homophily and Architecture Design. Transactions on Machine 
Learning Research, 2025-February, 1-48. 

45. Wang, R., Tian, Y., Liò, P., & Bianconi, G. (2025). Dirac-equation 
signal processing: Physics boosts topological machine learning.. 
PNAS Nexus, 4(5), pgaf139. doi:10.1093/pnasnexus/pgaf139 

46. Wang, P., Lu, X., & Liò, P. (2025). Research on Privacy Protection 
Technology of “2+2” Verifiable Federated Learning. IEEE Internet 
of Things Journal, 12(13), 24094-24103. 
doi:10.1109/jiot.2025.3554155 

47. Yan, C., Lu, X., Liò, P., & Hui, P. (2025). EARVP: Efficient 
Aggregation for Federated Learning With Robustness, Verifiability, 
and Privacy. IEEE Transactions on Information Forensics and 
Security, 20, 5936-5951. doi:10.1109/tifs.2025.3576008 

48. Yan, C., Lu, X., Liò, P., Hui, P., & He, D. (2025). Self-Simulation and 
Meta-Model Aggregation-Based Heterogeneous-Graph-Coupled 
Federated Learning. IEEE Internet of Things Journal, 12(1), 198-
212. doi:10.1109/jiot.2024.3462724 

49. Yang, Z., Zhang, G., Wu, J., Yang, J., Peng, H., & Liò, P. (2025). 
Learning From Graph-Graph Relationship: A New Perspective on 
Graph-Level Anomaly Detection. IEEE Transactions on Knowledge 
and Data Engineering, 38(1), 428-441. 
doi:10.1109/tkde.2025.3618929 

50. Yang, Z., Zhang, G., Wu, J., Yang, J., Sheng, Q. Z., Xue, S., . . . Liò, P. 
(2025). State of the Art and Potentialities of Graph-level Learning. 
ACM Computing Surveys, 57(2), 1-40. doi:10.1145/3695863 

51. Zaki, J. K., Tomasik, J., McCune, J. A., Bahn, S., Liò, P., & 
Scherman, O. A. (2025). Explainable Deep Learning Framework for 
SERS Bioquantification.. ACS Sens, 10(9), 6597-6606. 
doi:10.1021/acssensors.5c01058 

52. Bardozzo, F., Terlizzi, A., Simoncini, C., Liò, P., & Tagliaferri, R. 
(2024). Elegans-AI: How the connectome of a living organism 
could model artificial neural networks. Neurocomputing, 584, 
127598. doi:10.1016/j.neucom.2024.127598 

53. Barucci, A., Ciacci, G., Liò, P., Azevedo, T., Di CENCIo, A., Merella, 
M., . . . Collareta, A. (2024). An explainable Convolutional Neural 
Network approach to fossil shark tooth identification. 
BOLLETTINO DELLA SOCIETA PALEONTOLOGICA ITALIANA, 63(3), 
215-227. doi:10.4435/BSPI.2024.15 

54. Buterez, D., Janet, J. P., Kiddle, S. J., Oglic, D., & Liò, P. (2024). 
Transfer learning with graph neural networks for improved 
molecular property prediction in the multi-fidelity setting. Nature 
Communications, 15(1). doi:10.1038/s41467-024-45566-8 

55. Ceccarelli, F., Liò, P., & Holden, S. B. (2024). AnnoGCD: a 
generalized category discovery framework for automatic cell type 
annotation.. NAR Genom Bioinform, 6(4), lqae166. 
doi:10.1093/nargab/lqae166 

56. De Luca, V. M., Longa, A., Liò, P., & Passerini, A. (2024). xAI-Drop: 
Don't Use What You Cannot Explain. LEARNING ON GRAPHS 
CONFERENCE, 269, 22 pages. Retrieved from 
https://www.webofscience.com/api/gateway?GWVersion=2&Src
App=ucam_elements_live&SrcAuth=WosAPI&KeyUT=WOS:00159
5065300016&DestLinkType=FullRecord&DestApp=WOS_CPL 

57. Defilippo, A., Veltri, P., Liò, P., & Guzzi, P. H. (2024). Leveraging 
graph neural networks for supporting automatic triage of 
patients.. Sci Rep, 14(1), 12548. doi:10.1038/s41598-024-63376-2 

58. Gantz, M., Mathis, S. V., Nintzel, F. E. H., Liò, P., & Hollfelder, F. 
(2024). On synergy between ultrahigh throughput screening and 
machine learning in biocatalyst engineering.. Faraday Discuss, 
252(0), 89-114. doi:10.1039/d4fd00065j 

59. Georgiev, D., Wilson, J., Buffelli, D., & Liò, P. (2024). Deep 
Equilibrium Algorithmic Reasoning. Unknown Journal, 33638-
33667. doi:10.52202/079017-1059 

60. Jiang, Y., Ding, Q., Wang, Y. G., Liò, P., & Zhang, X. (2024). Vision 
graph U-Net: Geometric learning enhanced encoder for medical 



image segmentation and restoration. Inverse Problems and 
Imaging, 18(3), 672-689. doi:10.3934/ipi.2023049 

61. Li, K., Zheng, J., Ni, W., Huang, H., Liò, P., Dressler, F., & Akan, O. 
B. (2024). Biasing Federated Learning With a New Adversarial 
Graph Attention Network. IEEE Transactions on Mobile 
Computing, 24(3), 2407-2421. doi:10.1109/tmc.2024.3499371 

62. Li, M., Micheli, A., Wang, Y. G., Pan, S., Liò, P., Gnecco, G. S., & 
Sanguineti, M. (2024). Guest Editorial: Deep Neural Networks for 
Graphs: Theory, Models, Algorithms, and Applications. IEEE 
Transactions on Neural Networks and Learning Systems, 35(4), 
4367-4372. doi:10.1109/tnnls.2024.3371592 

63. Lu, X., Zhao, J., Zhu, S., & Liò, P. (2024). SNDGCN: Robust Android 
malware detection based on subgraph network and denoising 
GCN network. Expert Systems with Applications, 250, 123922. 
doi:10.1016/j.eswa.2024.123922 

64. Margeloiu, A., Simidjievski, N., Liò, P., & Jamnik, M. (2024). 
GCondNet: A Novel Method for Improving Neural Networks on 
Small High-Dimensional Tabular Data. Transactions on Machine 
Learning Research, 2024. 

65. Moss, J., England, J., & Liò, P. (2024). Deep Kernel Learning of 
Nonlinear Latent Force Models. Transactions on Machine 
Learning Research, 2024. 

66. Mumenin, N., Abu Yousuf, M., Nashiry, A., Azad, A. K. M., Alyami, 
S. A., Liò, P., & Moni, M. A. (2024). ASDNet: A robust involution-
based architecture for diagnosis of autism spectrum disorder 
utilising eye-tracking technology. IET Computer Vision, 18(5), 666-
681. doi:10.1049/cvi2.12271 

67. Raisa, R. A., Rodela, A. S., Abu Yousuf, M., Azad, A., Alyami, S. A., 
Liò, P., . . . Moni, M. A. (2024). Deep and Shallow Learning Model-
Based Sleep Apnea Diagnosis Systems: A Comprehensive Study. 
IEEE Access, 12, 122959-122987. 
doi:10.1109/access.2024.3426928 

68. Sabari, A., Hasan, I., Alyami, S. A., Liò, P., Ali, S., Moni, M. A., & 
Azad, A. (2024). LandSin: A differential ML and google API-enabled 
web server for real-time land insights and beyond. Software 
Impacts, 22, 100718. doi:10.1016/j.simpa.2024.100718 

69. Shen, X., Liò, P., Yang, L., Yuan, R., Zhang, Y., & Peng, C. (2024). 
Graph Rewiring and Preprocessing for Graph Neural Networks 
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