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Career Summary

Full Professor of Computational Biology (2018); Reader (Associate Professor) (2013); Senior Lecturer (2007); Lecturer in Bioinformatics
Algorithms (2004); Director of Studies in Computer Science, Fitzwilliam College (2004—-2014). Prior appointments: Research Associate,
European Bioinformatics Institute (2002); Research Associate, Dept of Genetics, University of Cambridge (1998—-2001); Research Associate in
Statistical Epidemiology, Princess Anne Hospital, University of Southampton (1996—1997). Visiting (University of Texas, 2002; Toronto
University and Fields Institute, 2004).

Education

PhD (Dottorato) in Nonlinear Dynamics and Complex Systems (U. Firenze); PhD (Dottorato) in Genetics (U. Pavia), MA (Cambridge),
undergrad studies of Biology and Electronic Engineering (U. Firenze, 1991-). Currently listed for a Science Doctorate (Sc.D, Cambridge).

Research Interests

Research aims at developing Artificial Intelligence methodology with a focus on the integration of geometric and topological deep learning with
large language models and diffusion models. Areas of interest are structure-based molecular design, multi-omics data integration, systems
biology, and personalised and precision medicine, biological mechanism discovery and clinical translation.

Honours and Awards

IEEE TCCH Research Innovation Award (2025) + Various Best Paper Awards at top Al conference, for example: ECAl 2025, W3PHIAI-2023,
AIAI 2020 « Turing Lecture, Queen’s University Belfast (2024) « Turing Lecture, Teesside University (2023) *

Fellow of the Academia Europaea (2021) « Fellow of ELLIS — European Lab for Learning & Intelligent Systems (2019) « Fellow of the Asia-
Pacific Artificial Intelligence Association (2022) « Listed in Top Italian Scientists (Computer Sciences) * Erdés number: 3

Publications

ORCID: 0000-0001-8956-9815; >700 publications and research outputs | Google Scholar H-index: 97 | >90,00 citations (accessed July 2026) |
scholar.google.com/citations?user=4YhNJBEAAAAJ. Various publications every year at main Al conferences (Neurips, ICLR, ICML, etc).
Highly Cited: Velickovi¢ et al., Graph Attention Networks, ICLR 2018 (>23,800 cit.) » Veli¢kovi¢ et al., Deep Graph Infomax, ICLR 2019
(>3,700) * Wilson et al., Hematopoietic stem cells, Cell 135(6), 2008 (>2,400) * Roberts et al., ML pitfalls for COVID-19, Nat Mach Intell 3(3),
2021 (>1,100) « Corso et al., Principal Neighbourhood Aggregation, NeurlPS 2020 (>1,000 citations).

Teaching and Supervision (Cambridge)

Courses: Bioinformatics (Part Il, Michaelmas) + Geometric Deep Learning (MPhil in Advanced Computing Studies- ACS) « Al and
Neurophysiology (MPhil ACS, Easter) « Supervision: 53 PhD students completed, 8 current; co-superv.: 3; >50 MPhil students; >100 Part II/Ill.

Teaching and Supervision (Sapienza)

Medicine High Technology (HT) course, Policlinico — Universita La Sapienza; Supervision (also Co-): 4 Doctorate students (current).

Keynote Talks and Invited (selection)

Distinguished Lecture Series HKU (2026); ACM BCB (2026), World Conference on Al (Shangai), BiBM 2024 (Lisbon) « GPAI, Global
Partnership for Al (Belgrade, 2024) « LOGM (London, 2024) « IEEE CIBCB 2023 (Eindhoven) « OxML 2023 (Oxford) « GSP 2023 (Oxford) ¢
BPAI 2023 (Florence)  BBCC (Naples, 2023) « IEEE AlloT 2023 + ShanghaiTech SIST Distinguished Lecture, Jiao Tong U. (2022) « MIET 2022
(Bangladesh, plenary) « BPAI 2022 (Florence) « CMBE 2021 (Politecnico Milan) « ICDCN (Kolkata, 2020); Nobel and Al (U. Bicocca, Milano,
2024) « U. Bocconi (Milano, 2024) « Al4H (Padova, 2024) « Turing Institute hypergraphs workshop (2024) « DeeplLearning 2023 (Trento) « WIRN
2023 (Vietri) « IEEE MetroLivEnv 2023 (Milano) « Pujiang Innovation Forum (2023) « Physics of Life (Harrogate, 2023) « LARGR, Inria/U. de Lille
(2023) » Next Generation Internet, EU (Brussels, 2021) « Future Computing and Networks (Changchun, 2021) « Inst. Picone, Rome (2021).

Current Research Funding

Al and Math, Philanthropic Al (2025-27) « DORIAN GRAY: cognitive impairment prevention in cardiovascular patients, Horizon Europe (2024—
28) « WISDOM: chronic immune disease data integration, Horizon Europe (2024-28) - TROPHY:: ultrafast holographic FTIR microscopy,
Horizon Europe (2022—-26) « CHARM: coherent Raman imaging for precision medicine, Horizon Europe (2024-28) « GO-Ds21: gene
overdosage in Down syndrome, Horizon Europe (2020-25) « PhD fellowships sponsored by G-research, AstraZeneca, GSK (2024-28) «
Postdoctoral position, Astex/Milner Therapeutics (2025-27).

Academic Service

Cambridge: Faculty Board, Cambridge CST (2021-23) « C2D3 Steering Committee (2018-) « Degree and MPhil Examiner (2010-24); various
Professorship panels incl. DeepMind, Wearable Computing (2019-2025) «

International: Al Advisor, GSK (2023-24) « Advisory Panel, Pasteur Institute (2023) « Joint Advisory Panel Canada—ltaly Al for Medicine (2026),
Science Foundation Ireland (2023) « Various Professorship panels. « Various MPhil External Examiner, U. Newcastle (2018-21).

Outreach and Public

Festival della Scienza, Genova (2025) « Asclepio (2025), Schmidt Data For Science programme « TEDxCambridge: Al and Medicine (2020) «
Sutton Trust Summer School — unprivileged students- (2021-23); Al Summer schools at Girton and Homerton Colleges (Cambridge; 2023-
2026) Al SIG, Clare Hall College (2022-24) « Computing schools x Kids * Various articles for the Italian edition of Scientific American.
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